In the title compound, C 30 H 28 N 4 O, the central pyrrolidine ring adopts an envelope conformation with the CH 2 C atom as the flap. The quinoxaline and indene ring systems are planar, with r.m.s. deviations of 0.0165 and 0.0181 Å , respectively. The pyrrolidine ring mean plane forms dihedral angles of 88.84 (1) and 86.14 (1) with the quinoxaline and indene ring systems, respectively. A weak intramolecular C-HÁ Á ÁN interaction is observed. In the crystal, C-HÁ Á ÁO interactions lead to helical supramolecular chains along the b axis having a C(9) motif.
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Experimental
JS and RAN thank the management of Madura College for their encouragement and support. RRK thanks theDST, New Delhi, for funds under the fast-track scheme (No. SR/FT/CS-073/2009) microbial and anti-fungal activities against various pathogens (Amal Raj et al., 2003) . Our interest in preparing pharmacologically active pyrrolidines led us to the title compound, and we have undertaken X-ray crystal structure determination in order to establish its conformation.
In the title compound ( Å) are somewhat longer than the normal values (C-C = 1.54 Å ), as found in a similar structure (Selvanayagam et al., 2011) . This may be due to the the steric interactions of the bulky substituents at atoms C4 and C5 of the pyrrolidine ring.
The short H32 ··· H2A contact (2.27 Å) results in substantial widening of the bond angle C3-C31-C32 to 123.14 (14)°.
The sum of bond angles around N1 (341.8°) and N2 (339.7°) indicate the atoms N1 and N2 are each in a trigonal geometry. A weak intramolecular C-H···N interaction is observed (Table 1 ).
In the crystal structure, a C-H···O interaction leads to helical chains generating a C 2 2 (9) motif (Bernstein et al., 1995) .
enediamine (1 mmol) and sarcosine (1 mmol) in methanol was refluxed for 3-4 h. After completion of the reaction, as indicated by TLC, the reaction mixture was poured into cold water. The solid precipitate obtained was filtered and dried.
The product was purified by column chromatography using petroleum ether:ethylacetate mixture (90:10 v/v). Suitable crystals for the single crystal X-ray studies were obtained by recrystallizing the product from methanol. Yield: 45%, M.pt: 510-511 K.
Refinement
H atoms were placed at calculated positions and allowed to ride on their carrier atoms with C-H = 0.93-0.98Å. U iso = 1.2U eq (C) for CH 2 and CH groups and U iso = 1.5U eq (C) for CH 3 groups. The reflections (1 0 0) and (0 0 2) are affected by the beam-stop and these reflections are omitted from the final refinement. The DELU constraint is applied to the N2-supplementary materials sup-2 Acta Cryst. (2013) . E69, o1433 C43 bond in order to avoid the Hirshfield difference. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors (gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.36237 (14) (9) 0.0051 (7) −0.0059 (7) 0.0022 (7) C12 0.0424 (7) 0.0292 (6) 0.0374 (7) 0.0040 (5) 0.0036 (5) −0.0002 (5) C13 0.0474 (8) 0.0326 (6) 0.0378 (7) 0.0073 (6) 0.0062 (6) 0.0019 (5) C14 0.0480 (8) 0.0351 (7) 0.0545 (9) 0.0054 (6) 0.0139 (7) 0.0006 (6) C15 0.0430 (8) 0.0329 (7) 0.0534 (8) 0.0008 (6) 0.0091 (6) −0.0055 (6) C16 0.0509 (9) 0.0466 (8) 0.0648 (10) −0.0048 (7) 0.0039 (7) −0.0112 (7) (8) C41 0.0420 (7) 0.0379 (7) 0.0338 (6) 0.0058 (6) 0.0033 (5) 0.0028 (5) 0.0560 (9) 0.0333 (7) 0.0363 (7) 0.0012 (6) −0.0102 (6) 0.0011 (5) N1 0.0483 (7) 0.0334 (6) 0.0450 (6) 0.0073 (5) 0.0081 (5) −0.0017 (5) N2 0.0499 (7) 0.0447 (6) 0.0426 (6) 0.0114 (5) 0.0118 (5) 0.0014 (5) N3 0.0451 (7) 0.0362 (6) 0.0410 (6) −0.0024 (5) 0.0037 (5) −0.0034 (5) N4 0.0512 (7) 0.0441 (7) 0.0456 (7) 0.0052 (6) 0.0114 (6) 0.0063 (5) O1 0.0632 (7) 0.0481 (6) 0.0586 (7) −0.0154 (5) −0.0148 (5) 0.0004 (5) Geometric parameters (Å, º) 
